species is observed in multiple paralogs. As observed, the loss of transmembrane domains has occurred in several lineages (architectures highlighted in red). In the case of NRG-type ligands, the presence of a clear neuregulin domain is only observed in the Deuterostomia and in the priapulid H. spinulosus. The asterisk indicates the presence of at least one gene member with a poorly detected signal peptide. In the planarian S. mediterranea, the signal peptide is not well predicted in the ligands egf-1 to egf-5, and with low support in egf-8. Drawings are not to scale. 
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